Animals at Chulalongkorn University (Bangkok, Thailand) investigated a suspected outbreak of porcine deltacoronavirus (PDCoV) infection in piglets with acute diarrhea, gilts, and sows that occurred on a commercial swine farm. Epidemiolgic investigation, pathologic examination, sample collection, and laboratory diagnosis were conducted to determine the cause of the outbreak.
40 cycles of denaturation at 94C for 30 s, annealing at 50C for 45 s, and extension at 72C for 1 min; and final extension at 72C for 7 min.
PCR products were then visualized by gel electrophoresis on a 1.2% of agarose gel in 0.5× Tris borate EDTA). Expected PDCoV product sizes were 500 bp for the membrane gene and 700 bp for the nucleocapsid gene.
Characterization of Porcine Deltacoronavirus
We selected 2 PDCoVs (S5011 and S5015L) for whole-genome sequencing and 14 PDCoVs for sequencing of spike, envelope, membrane, and nucleocapsid genes and the 3-untranslated region.
PDCoV genomes were amplified by using PCR and oligonucleotide primer sets previously described or new primer sets designed by using the Primer3 program (6) (7) (8) . Primer sequences are available upon request.
A total of 30 L of PCR mixture contained 2 L of cDNA, 1. generations and an average SD of split frequencies <0.05 (9) (10) (11) . PDCoV PEDV TGEV  RVA RVB RVC PPRSV Circovirus  S5011  Jun 10  2 d  Intestine  +  -------S5012  Jun 10  2 d  Intestine  +  -------S5013 Jun 10 NA Feces
Jun
Jul 13 20 wk Feces
Jul 20 17 wk Blood
Jul 20 17 wk Blood 
